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This study evaluates whether HLA-E expression Figures 5-6: Immunofluorescence images of JCPyV-infected SVG-A cells at 14 days post-infection (dpi) stained with DAPI (blue), VP1 (green), and T-antigen (red). Increasing MOls are
shown from left to right. Quantification of VP1, T-antigen, and co-localization area (Figure 6) was performed using Fiji/imageJ macro-based analysis and plotted using GraphPad Prism.
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FlowJo and plotted in GraphPad Prism. ANOVA was applied to SVG-A (Fig. 14).
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